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In-situ directions from Juarez et al data.txt shown on left, and the 4 clusters of directions used in the fold test. On the right is the progressive unfolding data (using Eigen means and parametric bootstrap).
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Same as above but using pseudo-sample bootstrap (left), excluding #2, and using fisher mean (right)
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The data above using the DC fold test, with data with similar/same bedding dips treated as a single site (from Juarez et al data for dc test.txt). Below is this data using an incremental fold test (parametric simulation)
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Enkin and Watson Fold test plot for the data in enkin et al 2003.txt
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Fata from vafossen&kent-sim.txt, showing the site data (left above) and the inclination-only fold test (right above) -using McFadden and Reid stats. Below left is the fold test plot using Fisher block rotation, and below right using the DC fold test on this data.
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Data from Haskin et al 2003.txt (accepted data) for the localities (top left). On the top-right is the fold test data using the fisher block rotation fold test, and bottom left using the inclination-only fold test (Enkin & Watson inclination stats). The DC fold test plot of the same data is on the bottom-left.
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